
GO:0001932

regulation of protei...

0.01548
15 / 24

GO:0001934

positive regulation ...

0.00864
14 / 21

GO:0006464
cellular protein mod...

0.13786

20 / 41

GO:0006468
protein phosphorylat...

0.00798
18 / 29

GO:0006793
phosphorus metabolic...

0.00918
23 / 40

GO:0006796

phosphate−containing...
0.01558
22 / 39

GO:0007154

cell communication

0.47509
33 / 80

GO:0007165
signal transduction

0.57453
29 / 72

GO:0007264
small GTPase mediate...

0.00489

9 / 11

GO:0008150
biological_process

1.00000
63 / 156

GO:0008152
metabolic process

0.22365
49 / 115

GO:0009893
positive regulation ...

0.16322
26 / 56

GO:0009987
cellular process

0.40854
61 / 149

GO:0010562
positive regulation ...

0.00457

16 / 24

GO:0010604

positive regulation ...
0.37537
22 / 51

GO:0016310
phosphorylation

0.01999

19 / 33

GO:0019220
regulation of phosph...

0.01420

17 / 28

GO:0019222

regulation of metabo...

0.14866
36 / 80

GO:0019538
protein metabolic pr...

0.59473
22 / 55

GO:0023052
signaling

0.34872
34 / 80

GO:0031323
regulation of cellul...

0.29875
32 / 74

GO:0031325

positive regulation ...
0.30097
23 / 52

GO:0031399
regulation of protei...

0.01420
17 / 28

GO:0031401

positive regulation ...

0.01591
14 / 22

GO:0032268
regulation of cellul...

0.07494

17 / 32

GO:0032270
positive regulation ...

0.04353
14 / 24

GO:0035556

intracellular signal...
0.11571
22 / 45

GO:0036211

protein modification...
0.13786
20 / 41

GO:0042325
regulation of phosph...

0.02450
16 / 27

GO:0042327

positive regulation ...

0.00866
15 / 23

GO:0043170

macromolecule metabo...

0.37779
39 / 93

GO:0043412
macromolecule modifi...

0.13786
20 / 41

GO:0044237

cellular metabolic p...

0.23646
43 / 100

GO:0044238

primary metabolic pr...

0.12804
45 / 102

GO:0044260
cellular macromolecu...

0.37639
37 / 88

GO:0044267

cellular protein met...
0.39979
21 / 49

GO:0044699
single−organism proc...

0.15271
61 / 146

GO:0044700

single organism sign...

0.42296
33 / 79

GO:0044763

single−organism cell...

0.47063
56 / 137

GO:0045937
positive regulation ...

0.00457
16 / 24

GO:0048518

positive regulation ...

0.78360
30 / 79

GO:0048522
positive regulation ...

0.81872
28 / 75

GO:0050789

regulation of biolog...

0.86291
47 / 122

GO:0050794

regulation of cellul...

0.87399
46 / 120

GO:0050896
response to stimulus

0.67728
42 / 106

GO:0051174

regulation of phosph...
0.01420
17 / 28

GO:0051246

regulation of protei...
0.13709
17 / 34

GO:0051247
positive regulation ...

0.04353

14 / 24

GO:0051716

cellular response to...

0.53366
37 / 91

GO:0060255
regulation of macrom...

0.36930
31 / 73

GO:0065007
biological regulatio...

0.82463
50 / 128

GO:0071704

organic substance me...

0.11243
46 / 104

GO:0080090
regulation of primar...

0.25448
32 / 73

GO BP DAG analysis



GO:0000166
nucleotide binding

0.1331
16 / 32

GO:0003674
molecular_function

1.0000
61 / 153

GO:0003824
catalytic activity

0.1831
23 / 50

GO:0004672
protein kinase activ...

0.0242
8 / 11

GO:0004674
protein serine/threo...

0.0446
6 / 8

GO:0005488
binding
0.9101

57 / 146

GO:0016301
kinase activity

0.0491
8 / 12

GO:0016740
transferase activity

0.1822
9 / 17

GO:0016772
transferase activity...

0.0863
8 / 13

GO:0016773
phosphotransferase a...

0.0491
8 / 12

GO:0017076
purine nucleotide bi...

0.1294
13 / 25

GO:0030554
adenyl nucleotide bi...

0.0631
13 / 23

GO:0036094
small molecule bindi...

0.2011
17 / 36

GO:0097159
organic cyclic compo...

0.0825
33 / 71

GO:1901265
nucleoside phosphate...

0.1331
16 / 32

GO:1901363
heterocyclic compoun...

0.0825
33 / 71

GO MF DAG analysis



GO:0000118

histone deacetylase ...

0.1575

2 / 2

GO:0000228

nuclear chromosome

0.7697

2 / 6

GO:0000785

chromatin

0.1749

3 / 4

GO:0000790

nuclear chromatin

0.1575

2 / 2

GO:0005575

cellular_component

1.0000

65 / 163

GO:0005622

intracellular

0.4917

56 / 139

GO:0005623

cell

0.7414

61 / 154

GO:0005634

nucleus

0.0200

40 / 83

GO:0005654

nucleoplasm

0.5950

15 / 38

GO:0005694

chromosome

0.6506

5 / 13

GO:0005737

cytoplasm

0.8035

39 / 103

GO:0005829

cytosol

0.0925

17 / 33

GO:0031974

membrane−enclosed lu...

0.3429

22 / 51

GO:0031981

nuclear lumen

0.3391

20 / 46

GO:0032991

macromolecular compl...

0.9649

16 / 52

GO:0043209

myelin sheath

0.0616

3 / 3

GO:0043226

organelle

0.4583

55 / 136

GO:0043227

membrane−bounded org...

0.1577

53 / 125

GO:0043228

non−membrane−bounded...

0.5294

23 / 57

GO:0043229

intracellular organe...

0.4949

50 / 124

GO:0043231

intracellular membra...

0.1844

47 / 110

GO:0043232

intracellular non−me...

0.5294

23 / 57

GO:0043233

organelle lumen

0.3429

22 / 51

GO:0043234

protein complex

0.9756

13 / 45

GO:0044422

organelle part

0.7599

35 / 92

GO:0044424

intracellular part

0.5600

54 / 135

GO:0044427

chromosomal part

0.4637

5 / 11

GO:0044428

nuclear part

0.1869

23 / 50

GO:0044444

cytoplasmic part

0.5510

32 / 80

GO:0044446

intracellular organe...

0.5756

35 / 88

GO:0044451

nucleoplasm part

0.7083

4 / 11

GO:0044454

nuclear chromosome p...

0.6641

2 / 5

GO:0044464

cell part

0.7414

61 / 154

GO:0070013

intracellular organe...

0.2931

22 / 50

GO:1902494

catalytic complex

0.8397

4 / 13

GO CC DAG analysis


